FR XX

Sierra Zhang

FATED

2o, ML PR, TAEHRER . 20184F12 7 Kl FTALROL Rk BE . SRR A, 201749 &
201849 A 703 [H B IR B TR F AR 24 —4F . 20194E 0 B4, AEHR T JE TR R 27 e bk 55 2225 AR 2o bl bk 2
E}%O

EPFREMRE R B B AR BT I&IIE PRAR . 2019445 2 A 2T b4 XU el AR i
P, RN SFEONR, TSR AAERGRI. FEHRTTI: ECGFRIST R ST

KARFAREL

Zhang, S.; Zuo L.; Zhang J.; et al. Transcriptome analysis of Ulmus pumila 'Jinye' responses to different
shading involved in chlorophyll metabolism. Tree Genetics & Genomes 13.3(2017): 64.

Zuo L.; Zhang S.; Zhang J.; et al. Primer development and functional classification of EST-SSR markers in
Ulmus species. Tree Genetics & Genomes 16(2020): 74.

Zuo, L.; Zhang, S.; Liu, Y; et al. The reason for growth inhibition of Ulmus pumila 'Jinye'": lower resistance
and abnormal development of chloroplasts slow down the accumulation of energy. Int. J. Mol. Sci. 2019, 20, 4227.

Zuo L.; Shang A.; Zhang S.; et al. The first complete chloroplast genome sequences of Ulmus species by de
novo sequencing: Genome comparative and taxonomic position analysis. PLoS One, 2017, 12(2): e0171264-
e0171264.

TR, AR, EBERE, 5. RIBEREORS | Pl Kot e ZAEVE AT . B 202741, 2017, 044(008): 1609-1618.

FETE, SR, Reifgok, 4. A R LEST-SSRI| W T S Kt A% 2 MR 74T . A A% 95 I 24, 2018, 19(1):
158-167.

MR, 7 S0, BEHEK, SR, 4. STPRTR Y SRR L. 73 TP B, 2018, 16(7): 2348-2357.

i H 8
CEAME T RARKFAYIEIIEY . ALER AR E . 2016-2017, FEHF.
CPPRASFE P2 BN B ARSIy IR FERHEE, 2020-2021, FFf.
o E A KRR BTy, B, 2020, R
B/ NER O I KRBT, #STE, 2020, FEf.
R T 2 40 % H/ANX St s B4R T, L& H , 2020, FFf.
SEVUJEAR & X510 /INMEZEE TR SRR, B R, 2020, BTN
Wl X Z IH/NXEGE . #haWH , 2020, 25,

PV E:

7z50208@163.com




